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R. Santamaria. Systems biology approaches to
infectious diseases: a data perspective. Invited
talk. Integrating omic approaches to host-pathogen
interactions, EMBO, Liverpool 2013.

R. Santamarfa. Visualization of biological on-
tologies via Voronoi tessellations: introducing
Voronto. Invited talk. Oxford e-Research Center,
Univ. of Oxford, 2012
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TagClusters: Semantic Aggregation of Collabo-
rative Tags beyond TagClouds in Lecture Notes
in Computer Science. Smart Graphics 2009, 56-57,
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Graduate award by the University of Salamanca
for the work Galea: analizador experto de lineas
gamma

First award in the 14th Annual Graph Drawing
Contest, Social Network Category, of the 2007
Graph Symposium (Sydney, Australia).

Contribution to the package biclust for the Cran-
R project.
http://cran.r-project.org/web/packages/biclust

Development of the tool BicOverlapper 2.0 for
microarray analysis.
http://carpex.usal.es/~visusal/bicoverlapper2

Development of the tool Treevolution for the
analysis of phylogenetic trees.
http://carpex.usal.es/~visusal/treevolution

Development of the tool Voronto for the analy-
sis of gene ontologies.
http://carpex.usal.es/~visusal/voronto

Member of the MiDa and VisUsal research
groups of the University of Salamanca.

Member of the International Society of Com-
putational Biology (ISCB).

Reviewer for Eurovis2008, Infovis2009 and VAST2009.

Reviewer for the journals Bioinformatics, BMC
Bioinformatics, Nucleic Acids Research and Pat-
tern Recognition.
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